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AMENDMENTS TO THE CLAIMS: 

Claims 68-139 are pending. Claims 78-85, 96-103. 114-121 and 132-239 are withdrawn 
from consideration. Claims 68, 74, 86, 92. 104, 1 10, 122 and 128 are amended. 

Claims 1-67 (Canceled) 

68. (Currently amended) A variant of a parent alpha-amylase enzyme, wherein said parent 
alpha-amylase has an amino acid sequence which has at least 80% homology to SEQ ID NO:3, 
and wherein said variant has at least 80% identity to said parent alpha-am vlase and comprises 
deletions at positions equivalent to positions 180 and 181 in SEQ ID NO:3 (using SEQ ID NO:3 
for numbering). 

69. (Previously presented) The variant of claim 68, wherein said parent alpha-amylase has 
an amino add sequence which has at least 85% homology to SEQ ID NO:3. 

70. (Previously presented) The variant of claim 68, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 90% homology to SEQ ID NO:3. 

71. (Previously presented) The variant of claim 68 r wherein said parent alpha-amylase has 
an amino acid sequence which has at least 95% homology to SEQ ID NO:3. 

72. (Previously presented) The variant of claim 68, wherein said variant further comprises 
amino acid substitutions of a cysteine at positions equivalent to positions 349 and 428 in SEQ 
ID NO:3. 

73. (Previously presented) An isolated alpha-amylase enzyme comprising an amino acid 
sequence having an amino acid sequence which has at least 80% homology to SEQ ID NO:3, 
modified by having deletions at positions equivalent to positions 180 and 181 in SEQ ID NO:3. 

74. (Currently amended) The - alpha- amylase-O ft eym e of claim -TO , . - wh e r ei n said a l p ha 
a my l as e eng yme - is furth e r m o d i fi e d by hav i ng am i no ac i d sub s ti t ut i ons of a cy s te i n e at 
p os i tions e qu i valent to 34 9 and 4 2 8-i n SEQ ID N Q^3 An isolated alpha-amvlase comprising an 
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aloha-amvlase of claim 73 having amino acid substitutions of cysteine at pos itions equivalent to 
349 and 428 in SEQ ID NO- 3, 

75. (Previously presented) The alpha-amylase of claim 73, wherein said alpha-amylase has 
an amino acid sequence which has at least 85% homology to SEQ ID NO:3. 

76. (Previously presented) The alpha-amylase of claim 73, wherein said alpha-amylase has 
an amino acid sequence which has at least 90% homology to SEQ ID NO:3. 

77. (Previously presented) The alpha-amylase of claim 73, wherein said alpha-amylase has 
an amino acid sequence which has at least 95% homology to SEQ ID NO:3. 

Claims 78-85 (Withdrawn) 

86. (Currently amended) A variant of a parent alpha-amylase enzyme, wherein said parent 
alpha-arnylase has an amino acid sequence which has at least 80% homology to SEQ ID NO:3, 
and wherein said variant has at least 80% identity to said parent alpha-amvfase and comprises 
deletions at positions equivalent to positions 179 and 181 in SEQ ID NO:3 (using SEQ ID NO:3 
for numbering), 

87. (Previously presented) The variant of claim 86, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 85% homology to SEQ ID NO:3. 

88. (Previously presented) The variant of ctaim 86, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 90% homology to SEQ ID NO:3. 

89. (Previously presented) The variant of claim 86, wherein said parent alpha-amyfase has 
an amino acid sequence which has at least 95% homology to SEQ ID NO:3. 

90. (Previously presented) The variant of claim 86, wherein said variant further comprises 
amino acid substitutions of a cysteine at positions equivalent to positions 349 and 428 in SEQ 
IDNO:3. 
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91. (Previously pres nted) An isolated alpha-amylas enzyme comprising an amino acid 
sequence having an amino acid sequence which has at least 80% homology to SEQ ID NO:3, 
modified by having deletions at positions equivalent to positions 179 and 181 in SEQ ID NO:3. 

92. (Currently amended) Tho a l pha omyki s e enzym e of cla i m 91, wh e r e in s a i d- a Jpfc a- 
amylas e e nzym e i s furth e r mod i f ie d- by -h a v^g -a m in o - o oi d ■ oubst i tut i ons of a cystein e at 
pos i tions e quival e nt to 349 and 428 i n SEQ I D - NQ:3 An isolated alpha-amylase comprising an 
abha-amvla se of claim 91 having amino acid substitutions of cysteine at positions equivalent to 
349 and 428 in SEQ ID NO:3. 

93. (Previously presented) The alpha-amylase of claim 91, wherein said alpha-amylase has 
an amino acid sequence which has at least 85% homology to SEQ ID NO:3. 

94. (Previously presented) The alpha-amylase of claim 91, wherein said alpha-amylase has 
an amino acid sequence which has at least 90% homology to SEQ ID NO:3. 

95. (Previously presented) The alpha-amylase of claim 91, wherein said alpha-amylase has 
an amino acid sequence which has at least 95% homology to SEQ ID NO:3. 

Claims 96-103 (Withdrawn) 

104. (Currently amended) A variant of a parent alpha-amylase enzyme, wherein said parent 
alpha-amylase has an amino acid sequence which has at least 80% homology to SEQ ID NO:3, 
and wherein said variant has at least 80% identity to said parent aloha-amvlase and comprises 
deletions at positions equivalent to positions 179 and 182 in SEQ ID NO:3 (using SEQ ID NO:3 
for numbering). 

105. (Previously presented) The variant of claim 104, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 85% homology to SEQ ID NO:3. 

106. (Previously presented) The variant of claim 104, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 90% homology to SEQ ID NO:3. 
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107. (Previously presented) The variant of claim 104, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 95% homology to SEQ ID NO:3. 

108. (Previously presented) The variant of claim 104, wherein said variant further comprises 
amino acid substitutions of a cysteine at positions equivalent to positions 349 and 428 in SEQ 
ID NO:3. 

109. (Previously presented) An isolated alpha-amylase enzyme comprising an amino acid 
sequence having an amino acid sequence which has at least 80% homology to SEQ ID NO:3, 
modified by having deletions at positions equivalent to positions 179 and 182 in SEQ ID NO:3. 

110. (Currently amended) Th e alpha amylase onzymo of olo i m I0 9 ; -whoro j n - oa i d - a l pto - 
amy l as e e nzym e is fuFther-mo €ti f -ie d-by - fra y i ng- a mino a c i d subst i tut i ons of a cyst ei n e at 
pos i tions e qu i va l ent to 3 49 on d 4 38 4 a SEQ I D NO;3 An isolated aloha-amvlase comprising an 
alpha-amvlase of claim 109 having amino acid substitutions of cysteine at positions equivalent 
to 349 and 428 in SEQ ID NO:3. 

111. (Previously presented) The alpha-amylase of claim 109, wherein said alpha-amylase has 
an amino acid sequence which has at least 85% homology to SEQ ID NO:3. 

112. (Previously presented) The alpha-amylase of claim 109, wherein said alpha-amylase has 
an amino acid sequence which has at least 90% homology to SEQ ID NO:3. 1 

113. . (Previously presented) The alpha-amylase of claim 109, wherein said alpha-amylase has 
an amino acid sequence which has at least 95% homology to SEQ ID NO:3. 

Claims 114-121 (Withdrawn) 

122. (Currently amended) A variant of a parent alpha-amylase enzyme, wherein said parent 
alpha-amylase has an amino acid sequence which has at least 80% homology to SEQ ID NO:3, 
| and wherein said variant has at least 80% identity to said parent alpha-amvlase and comprises 
deletions at positions equivalent to positions 180 and 182 in SEQ ID NO;3 (using SEQ ID NO:3 
for numbering). 
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123. (Previously presented) The variant of claim 122, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 85% homology to SEQ ID NO:3. 

124. (Previously presented) The variant of claim 122, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 90% homology to SEQ ID NO:3. 

125. (Previously presented) The variant of claim 122, wherein said parent alpha-amylase has 
an amino acid sequence which has at least 95% homology to SEQ ID NO:3. 

126. (Previously presented) The variant of claim 122, wherein said variant further comprises 
amino acid substitutions of a cysteine at positions equivalent to positions 349 and 428 in SEQ 
ID NO:3. 

127. (Previously presented) An isolated alpha-amylase enzyme comprising an amino acid 
sequence having an amino acid sequence which has at least 80% homology to SEQ ID NO:3, 
modified by having deletions at positions equivalent to positions 180 and 182 in SEQ ID NO:3. 

128. (Currently amended) Tho a l ph a-a my la s e e nzym e of claim - 1 27 , wh e r ei n s a i d alpha - 
amy l aso enzyme i &4u #he r mod i fi e d by hav i ng amino ac i d substitutions of a -cy sto to o - a t 
pos i tioncrO Q u i va le nt to 349 and 4 2 8-tn-S EQ ID NQ:3 _An isolated alpha-amvlase comprising an 
alpha-amylase of claim 127 having amino acid substitutions of cysteine at positions equivalent 
to 349 and 428 in SEQ ID NO:3 . 

129. (Previously presented) The alpha-amylase of claim 127, wherein said alpha-amylase has 
an amino acid sequence which has at least 85% homology to SEQ ID NO:3, 

130. (Previously presented) The alpha-amylase of claim 127, wherein said alpha-amylase has 
an amino acid sequence which has at least 90% homology to SEQ ID NO:3. 

131 . (Previously presented) The alpha-amylase of claim 127, wherein said alpha-amylase has 
an amino acid sequence which has at least 95% homology to SEQ iD NO:3. 
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Claims 132-139. (Withdrawn) 
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